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A Note About the U.S. Government's Paperwork Reduction Act

The United States Government's Paperwork Reduction Act was enacted to minimize the paperwork burden for individuals; small businesses; educational and nonprofit institutions;
Federal contractors; State, local and tribal governments; and other persons resuiting from the collection of information by or for the United States federal government. The Act generally
provides that every federal agency must obtain approval from the Office of Management and Budget (OMB) before using identical questions to collect information from 10 or more
persons. Once OMB reviews and approves a survey, an OMB number is assigned to it. The burden statement below explains the amount of time, on average, it might take a respondent
to complete this survey.

OMB BURDEN STATEMENT:

OMB No .- 0925-0642
Expiration Date: 9/30/2014

Public reporting burden for this collection of information is estimated to average 10 minutes per response, including the time for reviewing instructions, searching existing data sources,
gathering and maintaining the data needed,and completing and reviewing the collection of information. An agency may not conduct or sponsor, and a person is not required to respond
to, a collection of information unless it displays a currently valid OMB control number. Send comments regarding this burden estimate or any other aspect of this collection of
information, including suggestions for reducing this burden to: NIH, Project Clearance Branch, 6705 Rockledge Drive, MSC 7974, Bethesda, MD 20892-7974, ATTN: PRA (0925-0642).
Do not return the completed form to this address.
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Introduction

The National Cancer Institute (NCI) is planning a meeting titled “Making Sense of the Sequence: Advances in Population Sciences.” The meeting is tentatively scheduled to occur May
15- 16, 2013; however, we are stil awaiting official approval from the National Insfitutes of Health (NIH).

On behalf of the meeting planning committee, we invite your responses to the five questions in the following survey. Al responses will be anonymous. The combined responses will be
used to help shape the meeting agenda and to guide working groups that will be convened prior to the meeting. We want to be sure that the meeting topics are timely and relevant

The aim of the meeting is to advance the use of sequencing technologies in epidemiologic studies of cancer, and to enhance the integration of cancer genomics and somatic
sequencing with population-based germline sequencing studies. The meeting will include speaker presentations, discussion sessions, and working group reports. The collaborations
stemming from this meeting will lead to improvements of our understanding of the genetic architecture of cancer, and the biology and mechanisms underlying this complex disease.
The meeting will bring together experts in the field to discuss key emerging themes, including

1) establishment of best practices for applying germline and somatic sequencing in population based studies;

2) integration of recent advances in cancer genomics, such as The Cancer Genome Aflas (TCGA), with sequencing studies in epidemiology;

3) identification of opportunities, challenges and resource needs for facilitating the interpretation and application of next generation sequencing in large-scale studies

We would appreciate your response to this survey by (survey will be open two weeks) even if you will not be able to attend the meeting.

Please don't hesitate to contact us if you have any questions about this survey, or this meeting.

Thank you,

Tiffany Green, M.H.S., M.PH., e-mail: greentif@mail.nih.gov

Carolyn Hutter, Ph.D., e-mail: huttercm@mail.nih.gov
Leah Mechanic, Ph.D., M.PH., e-mail: mechanil@mail.nih.gov
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1. Other than time and money, what would you categorize as the most significant obstacles to applying existing next generation sequencing technologies in epidemiologic studies of cancer?

2. What would you categorize as the primary barriers or resource needs to facilitate the interpretation and applic:

ion of next generation sequencing in large-scale studies of cancer risk?

3. What would you categorize as key unanswered questions that can be answered through integration of germline and somatic data in a population sciences setting?

4. Given the meeting goals, what are topic areas you would like to see included in the meeting agenda?

5. Given the meeting’s stated goals, what are other specific issues or questions you would like working groups to address?
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Thank You

The meeting planning committee would ke to thank you for taking the time to respond to these questions
Please contact us if you have any questions about this survey, or the upcoming meeting
Tiffany Green, M.H.S., M.PH., e-mail: greentif@mail.nih.gov

Carolyn Hutter, Ph.D., e-mail: huttercm@mail.nih.gov
Leah Mechanic, Ph.D., M.PH., e-mail: mechanil@mail.nih.gov
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