Recruitment Materials for NIMH’s NCRCRG-CN 2021 / Cross Species Analysis & Combined
Data Pipelines 2021 Meetings

Hi All,

Thanks for participating in the upcoming “NCRCRG-CN annual consortium meeting” (November 3) and
“Joint Session on Cross-Species Analysis and Combined Data Pipelines” (November 4-5). Please click the
“Details” button on the following webpage to register for either or both meetings: [insert link here].
Please also read the information below to help you prepare for the meeting.

About the Meeting

National Cooperative Reprogrammed Cell Research Groups (NCRCRG) & Convergent Neuroscience
(CN): Annual Consortium Meeting
November 3, 2021

NCRCRG: Per PAR-13-225, these academic-industry partnerships use patient-derived reprogrammed
cells to develop and validate cell-based assays for identifying mechanisms and novel targets for
developing therapeutics to reduce the burden of mental illness. Critical features of these efforts are (1) a
strong emphasis on developing methodology that is robust and replicable across several performance
sites, and (2) cross-paradigm validation to yield predictive value for pathophysiology.

Convergent Neuroscience (CN): Per PAR-17-179, teams use multidisciplinary approaches to establish
causal and/or probabilistic linkages across contiguous levels of analysis (e.g., gene, molecule, cell, circuit,
system, behavior). The goal is to develop data-driven computational models to elucidate biological
underpinnings of complex systems level outcomes relevant to psychopathology.

Joint Sessions on Cross-Species Analysis and Combined Data Pipelines
November 4-5, 2021

The joint session involves several consortia including BICCN, PsychENCODE, Convergent Neuroscience
and NCRCRG. The goal is to identify points of synergy between these programs, either for reciprocal
utilization of reference data or joint analysis directed toward understanding how genetic risk translates
to molecular, cellular and circuit biological processes relevant to neurodevelopmental disorders and
mental illness.

The meeting will be devoted to focused “lighting talks” and moderated discussion around two themes:

Theme 1: Comparative analysis of data across species to identify conserved and species-specific
features, including:

*  Mapping cell phenotypes and genomic architecture across species

¢ Mapping human organoids against reference and/or risk data

¢ Novel tools for mapping and/or accessing cell types across species


https://grants.nih.gov/grants/guide/pa-files/PAR-13-225.html
https://grants.nih.gov/grants/guide/pa-files/PAR-13-225.html
https://grants.nih.gov/grants/guide/pa-files/PAR-17-179.html
https://grants.nih.gov/grants/guide/pa-files/PAR-17-257.html
https://grants.nih.gov/grants/guide/rfa-files/RFA-MH-17-210.html
https://grants.nih.gov/grants/guide/pa-files/PAR-17-179.html

Theme 2: Frontiers and challenges for developing multi-modal data pipelines, including:
¢ Developing pipelines for multimodal data
e Cross-consortium common processing for overlapping data types
e |Leveraging data from each consortium
e Data platforms for multimodal analysis

Any participants are also encouraged to submit and present posters for the virtual poster session on Nov
4,2021.

A complete agenda is being finalized and will be distributed shortly.
Please visit https://zoom.us/download to upgrade to the latest version of Zoom.

Thank you,


https://zoom.us/download

