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I submit this comment to express support for CDC's traveler-based SARS-CoV-2 genomic surveillance program while urging the agency to strengthen data privacy protections and clarify sample collection requirements. While I recognize the public health value of genomic surveillance for detecting emerging variants, the proposed program raises significant privacy concerns that must be addressed before implementation.

Regarding sample collection requirements, the agency should specify clear limitations on when and how genomic samples may be collected from travelers. The regulation should establish that sample collection occurs only when travelers voluntarily consent or when specific public health criteria are met, such as arrival from areas with known variant circulation. The CDC should also clarify whether samples will be collected randomly, based on risk assessment, or through other systematic approaches. Without these specifications, travelers cannot make informed decisions about their participation, and the program lacks necessary procedural safeguards.

On data retention and privacy standards, I strongly urge the CDC to implement robust protections that go beyond standard federal data security requirements. The creation of a genomic database containing traveler information presents unprecedented privacy risks that current federal data protection frameworks were not designed to address. Genomic data reveals sensitive information about individuals' health predispositions, family relationships, and ethnic background that extends far beyond COVID-19 detection.

The agency should establish strict data retention limits, with automatic deletion of genomic data within 90 days unless specific variants of concern are detected. For cases where retention is justified for public health purposes, the CDC should require periodic review and deletion when no longer epidemiologically necessary. The regulation should also prohibit sharing genomic data with other federal agencies outside of CDC's immediate public health mission, including law enforcement and immigration authorities.

Additionally, the CDC should implement technical safeguards including data encryption, access logging, and separation of identifying information from genomic sequences. The agency should also establish clear procedures for data breach notification and provide travelers with mechanisms to request deletion of their data upon request.

My concerns stem from the precedent this program could establish for government collection of genomic information. While the immediate public health benefits of variant surveillance are clear, the long-term implications of normalizing genomic data collection by federal agencies extend well beyond pandemic response. The CDC has an opportunity to demonstrate that effective public health surveillance can coexist with strong privacy protections, setting important precedents for future genomic surveillance programs.

The agency's current framework appears to prioritize surveillance effectiveness without adequately weighing privacy costs. This approach risks undermining public trust in both genomic surveillance and broader public health programs. International travelers, particularly those from communities that have experienced government surveillance, may avoid travel or refuse participation if privacy protections are inadequate.

I recommend the CDC revise the proposed regulation to include explicit privacy protections, clear data retention limits, and transparent sample collection procedures. The agency should also establish an independent privacy review board to oversee the program and ensure compliance with privacy commitments. These modifications would enhance public trust while maintaining the program's epidemiological value.

I urge the CDC to strengthen privacy protections before finalizing this regulation, ensuring that necessary public health surveillance does not come at the cost of traveler privacy rights.

[bookmark: _Toc228288556]CDC response:
The Traveler-based Genomic Surveillance (TGS) program is not a regulation. This information collection is related to a CDC program.  Collection of information is anonymous and voluntary following informed consent. Participants can withdraw their participation at any time.   No personally identifiable information is ever collected.  No human genetic testing is ever performed. The only genomic testing (genetic characterization) that is performed is on pathogens.  Genetic characterization of pathogens does not pose a privacy risk to travelers who voluntarily participate in the program. 
The purpose of this information collection is to inform early detection of communicable disease importations of public health concern into the U.S. and fill gaps in global surveillance to monitor trends in global circulation of communicable diseases. CDC only collects information necessary to understand participants’ points of origin and gather information that helps characterize the population, inform biases, and understand limitations.
CDC’s Information Systems Security Office reviewed this submission and determined that the Privacy Act does not apply, and a privacy impact assessment is not required because no personally identifiable information (PII) is ever collected. 
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Attached are comments of the CPAC Foundation Center for Regulatory Freedom.
1 M E M O R A N D U M 
To: Hon. Robert F. Kennedy, Jr., Secretary, United States Department of Health and Human Services 
Hon. Jay Bhattacharya, MD, PhD, Acting Director, Centers for Disease Control and Prevention 
From: Andrew Langer, Director, Center for Regulatory Freedom, CPAC Foundation 
Date: March, 2026 
Re: Department of Health and Human Services, Centers for Disease Control and Prevention Information Collection Request, “Traveler-based SARS-CoV-2 Genomic Surveillance 2026-00420,” Docket #CDC-2026-0004, Published January 13, 2026 
Below are comments of the American Conservative Union Foundation's (d/b/a. Conservative Political Action Coalition Foundation) (hereinafter “CPAC Foundation”) Center for Regulatory Freedom (hereinafter “CRF”), in response to the Department of Health and Human Services, Centers for Disease Control and Prevention Information Collection Request, “Traveler-based SARS-CoV-2 Genomic Surveillance 2026-00420,” Docket #CDC-2026-0004, published January 13, 2026. 
CRF is a project of the CPAC Foundation, a non-profit, non-partisan 501(c)(3) research and education foundation. Our mission is to inject a common-sense perspective into the regulatory process, to ensure that the risks and costs of regulations are fully based on sound scientific and economic evidence, and to ensure that the voices, interests, and freedoms of Americans, and especially of small businesses, are fully represented in the regulatory process and debates. Finally, we work to ensure that regulatory proposals address real problems, that the proposals serve to ameliorate those problems, and, perhaps most importantly, that those proposals do not, in fact, make public policy problems worse. 
The CPAC Foundation’s Center for Regulatory Freedom (CRF) appreciates the opportunity to provide comments regarding the Centers for Disease Control and Prevention’s proposed revision 2 to the Traveler-Based Genomic Surveillance (TGS) Traveler Questionnaire information collection. CRF regularly evaluates federal regulatory programs through the lens of administrative efficiency, regulatory discipline, and practical utility. Consistent with the requirements of the Paperwork Reduction Act (PRA), we focus our comments on whether the proposed information collection is necessary for the proper performance of the agency’s functions, whether the burden estimate is reasonable, and whether the proposed approach represents the most effective method of achieving the program’s stated public-health objectives. 
The United States benefits from strong global disease surveillance capabilities. International travel can introduce infectious diseases across borders, and modern public-health systems must have tools to monitor potential importation risks. Programs designed to detect emerging pathogens and monitor international disease circulation can therefore play a valuable role in protecting public health. The TGS program’s underlying goal—identifying potential disease importations and providing early warning signals for emerging pathogens—is a legitimate and important objective. 
However, the PRA requires agencies to demonstrate that the specific information collection proposed is necessary, proportionate, and designed in a manner that maximizes practical utility while minimizing burden on respondents. In the case of the TGS Traveler Questionnaire, CDC should more clearly explain how broad, ongoing collection of voluntary traveler questionnaire data from large numbers of international travelers meaningfully advances these objectives, particularly in a post-pandemic environment in which the epidemiological conditions that initially justified broad surveillance have changed. 
The TGS program originated during the COVID-19 pandemic, when the rapid emergence of viral variants created an urgent need for expanded genomic surveillance. During that period, large-scale testing and monitoring of international travelers could plausibly contribute to early detection of variants of concern entering the United States. Pandemic conditions also meant that infection prevalence globally was significantly elevated, increasing the likelihood that broad sampling of travelers would identify relevant cases. 
Today’s public-health environment is different. COVID-19 has transitioned from an acute global emergency to a managed endemic disease, and international disease surveillance systems have matured considerably. Global public-health institutions—including the World Health Organization, national health ministries, and regional surveillance networks—now operate continuous monitoring systems that provide near real-time information regarding emerging outbreaks, novel pathogens, and unusual epidemiological events. These systems generate substantial data that can inform risk assessments related to international travel. 
In light of these developments, CDC should reconsider whether a standing, large-scale voluntary questionnaire administered to hundreds of thousands of travelers annually represents the most efficient approach to traveler-based surveillance. While the biological sampling and genomic sequencing components of the TGS program may provide meaningful epidemiological value, the marginal contribution of a broad traveler questionnaire is less clear. The Federal Register notice provides limited evidence demonstrating that the questionnaire itself materially improves the agency’s ability to detect disease importations or guide public-health responses. 
From a PRA perspective, this raises important questions about practical utility. The proposed collection anticipates responses from approximately 500,000 travelers annually, with an estimated total respondent burden exceeding 33,000 hours. Even when individual responses 3 require only a few minutes to complete, the aggregate burden is substantial. Under the PRA, such a collection should be justified by clear evidence that the information gathered provides meaningful, actionable insights that cannot be obtained through less burdensome means. 
CRF therefore encourages CDC to consider transitioning toward a more targeted and risk-based surveillance model. Rather than maintaining a permanent, large-scale questionnaire program applied broadly to travelers regardless of epidemiological conditions, CDC could instead adopt a dynamic surveillance framework that activates enhanced traveler data collection when credible indicators suggest elevated public-health risk. 
Modern public-health surveillance increasingly relies on integrated data systems capable of monitoring global developments in real time. Advances in data analytics, machine learning, and artificial intelligence now allow agencies to synthesize information from diverse sources— including international health alerts, epidemiological reports, genomic databases, and opensource disease monitoring systems—to identify emerging threats more quickly than was previously possible. 
CDC should leverage these capabilities to develop analytic tools that continuously monitor global health signals from organizations such as the World Health Organization, regional disease surveillance networks, and foreign public-health authorities. These tools could identify emerging outbreaks, unusual disease patterns, or novel pathogen activity associated with specific geographic regions or travel corridors. When credible risk signals are detected, CDC could temporarily implement enhanced traveler screening measures, including targeted questionnaires or other information collection tools focused on travelers arriving from relevant regions. 
Such an approach would align traveler-based surveillance with actual epidemiological risk conditions rather than maintaining a static collection framework that applies broadly to all travelers regardless of current global health conditions. Targeted, event-driven data collection would allow CDC to focus its resources on situations where the probability of disease importation is meaningfully elevated, improving the likelihood that collected information will be timely and actionable. 
A targeted model would also help address an additional challenge associated with voluntary data collection programs: declining participation over time. Public willingness to participate in voluntary public-health surveys often declines as the perceived urgency of a health crisis fades. During the early stages of the COVID-19 pandemic, travelers may have been more inclined to participate in surveillance initiatives due to heightened awareness of global health risks. As the pandemic recedes into the background of public consciousness, participation rates may decline, reducing the reliability and representativeness of collected data. 
By focusing enhanced surveillance efforts on clearly defined risk events—such as emerging outbreaks or novel pathogen detections abroad—CDC could maintain higher participation rates among travelers who recognize the relevance of the program in a specific context. In contrast, maintaining a permanent voluntary questionnaire program applied to large populations of travelers regardless of current risk conditions may produce diminishing returns over time. 
Importantly, a risk-based surveillance model would not require CDC to abandon traveler-based monitoring entirely. Rather, it would preserve the agency’s ability to scale surveillance efforts rapidly when circumstances warrant. In the event of an emerging global health threat, CDC could deploy targeted questionnaires and other screening measures at ports of entry associated with elevated risk. This surge capacity would allow the agency to respond quickly to new developments while avoiding unnecessary administrative burdens during periods of lower risk. 
A dynamic approach would also improve alignment with the PRA’s emphasis on minimizing burden through the use of technological solutions. Integrating automated data monitoring systems with targeted information collection tools would allow CDC to concentrate human data collection efforts where they are most needed, rather than relying primarily on broad survey mechanisms that may generate limited actionable insight. 
Finally, CDC should consider providing additional transparency regarding how questionnaire data are used to support disease detection and response. Public confidence in surveillance programs is strengthened when agencies clearly communicate how collected information contributes to concrete public-health outcomes. Providing more detailed evaluation of the questionnaire’s role within the broader TGS program would help demonstrate whether the benefits of the information collection justify the associated respondent burden. 
In conclusion, CRF supports the goal of maintaining strong capabilities to detect and respond to emerging infectious diseases entering the United States through international travel. At the same time, the PRA requires that information collection programs be designed to maximize practical utility while minimizing unnecessary burden. In today’s post-pandemic environment, CDC should evaluate whether broad, standing traveler questionnaires remain the most efficient mechanism for supporting traveler-based surveillance. 
CRF encourages CDC to consider modernizing its approach by incorporating real-time global surveillance data, advanced analytic tools, and risk-triggered information collection strategies. A targeted, event-driven surveillance framework would allow CDC to maintain robust disease monitoring capabilities while ensuring that information collection efforts remain proportionate, effective, and responsive to actual epidemiological conditions. 
Thank you for the opportunity to provide these comments. The Center for Regulatory Freedom remains committed to promoting policies that strengthen public health while maintaining disciplined, efficient regulatory governance. 

Sincerely, 
Andrew M. Langer 
Director CPAC Foundation Center for Regulatory Freedom

[bookmark: _Toc228288558]CDC response:
Participation in the Traveler-based Genomic Surveillance (TGS) program is anonymous and voluntary following informed consent, and participants can withdraw their participation at any time.  No personally identifiable information is ever collected.  No human genetic testing is ever performed.
CDC’s Information Systems Security Office reviewed this submission and determined that the Privacy Act does not apply, and a privacy impact assessment is not required because no personally identifiable information (PII) is ever collected. 
Since the questionnaire was originally approved, CDC has worked to identify the highest value information, limit areas of confusion, and to standardize response choices.  As a result, the questionnaire was reduced from 19 to 13 questions. Some questions will not be asked of every participant based on skip patterns. The majority of questions are multiple choice or drop-down menus. The estimate of time it takes to provide consent, complete the questionnaire, and collect both nasal swabs is 4 minutes, which CDC believes is not a significant burden. Furthermore, participants can choose to stop participating at any time or skip the questions and go straight to testing
Travel information is collected for accurate identification of the point of origin for participants contributing samples. Recording traveler origin allows us to combine pathogen test results with those from participants with similar travel, to summarize population level patterns in pathogen test positivity across different origin countries and regions, and to act as an early warning system for where pathogen rates might be growing or new lineages might be emerging. 
Demographic information collected is age category, sex, race and ethnicity, symptom status, and whether the participant currently lives in the United States. Demographic questions, like all questions, are optional. These questions are collected to characterize the population that volunteers to participate in the program, to inform potential biases in our sample, and to understand sample limitations that must be considered and mentioned when drawing conclusions about our results. For this same reason we also ask why the individual volunteered to participate in the program.
The questionnaire operates on a digital platform accessed from program tablet devices. The digital platform includes an optional “Stop participating” button at the bottom of every screen and optional “Go back” and “Skip survey to swab” buttons on every screen after the travel information questions to facilitate easy navigation and provide participants the option to decline all subsequent questions but still choose to provide nasal swabs. Using a digital platform improves data quality as well as reduces time burden for participants completing the questionnaire.  The entire encounter, including consent, completing the questionnaire, and self-swabbing, should take 4 minutes or less of the participant’s time.
TGS program operations have been demonstrated to be nimble and able to surge capacity in response to international reports of the circulation of pathogens of public health concern and to accommodate seasonality in respiratory virus transmission.
Operating an early detection system not subject to dependency on data sharing and possible data delays of foreign public health agencies requires maintaining a functional surveillance structure.  By maintaining continuous operations, the TGS program has made several meaningful early detections, allowing for CDC and research laboratories to have early access to samples for viral characterization and additional research using publicly shared TGS sequences, including influenza antibody response studies.  
These include the second publicly reported BA.2.86 SARS-C0V-2 sequence in the United States in 2023, which was detected in an individual nasal swab from a U.S. resident returning from Japan on a 15-30 day trip.  This was the seventh globally report of a BA.2.86 sequence, and the TGS submission of the sequence to global repositories preceded the first BA.2.86 sequence repository submission from Japan by 17 days.  
In June 2025, TGS reported the first BA.3.2 sequence (designated as sublineage BA.3.2.1) in the Americas, which preceded the first U.S. clinical BA.3.2 detection by six months.  
In each of November and December 2025, TGS reported an additional BA.3.2-positive sample, one from Kenya, and one from Japan, respectively.  Both detections were the first BA.3.2 sequences reported from either country.
The first sequence of influenza A H3N2 subclade K detected and reported globally was made by the TGS program, preceding the next public repository submission by seven days.
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I strongly oppose this.we do not need more surveillance as a free country. And this was a fraud And we all know it. I'm with JB sloan his comment says it the best. I don't want to live in a surveillance state. We deserve our privacy And rights of our own body this not something that should have a data bank when this whole thing was done by gain of function research and released on to the people and forced many to comply or lose their jobs and now suffering because of it. Do the right thing
Sincerely a free citizen from the United States of America a Republic
[bookmark: _Toc228288560]CDC response:
Participation in the Traveler-based Genomic Surveillance (TGS) program is anonymous and voluntary following informed consent.  Participants can withdraw their participation at any time.  No personally identifiable information is ever collected.  No human genetic testing is ever performed. The only genomic testing (genetic characterization) that is performed is on pathogens. Genetic characterization of pathogens does not pose a privacy risk to travelers who voluntarily participate in the program.
CDC’s Information Systems Security Office reviewed this submission and determined that the Privacy Act does not apply, and a privacy impact assessment is not required because no personally identifiable information (PII) is ever collected. 
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CDC-2026-0004 (Traveler Genomic Surveillance):
CDC-2026-0004 | OMB 0920-1406 | James Hunter Poole, CEO, Obelisk Tech Systems | CAGE: 9S0L8 | HUBZone | ITAR-Registered | Thomasville GA. Five substantive comments attached covering 20 PRA vectors. 
Summary: CDC estimates 4 min/respondent x 500,000 = 33,333 hrs. Full participation event is 10–18 min = 83,333–150,000 actual hours. Missed connection financial harm excluded. CBP/TSA/PNR data duplication not addressed. Anonymous questionnaire cannot support contact investigation — practical utility gap. Passive surveillance alternatives (wastewater, HVAC) achieve equivalent pathogen detection at zero respondent burden. No FedRAMP/FIPS disclosure for 500,000-respondent genomic data program. Requested: airport-validated burden estimate; CBP data-sharing agreement; passive surveillance evaluation; full PIA. Five comment documents attached.
Attachments5
NOTE: The 5 attachments are detailed responses to: Docket: CDC-2026-0002 | OMB 0920-1215 Re: Awardee Lead Profile Assessment (ALPA)—i.e., they do not relate to TGS.

[bookmark: _Toc228288562]CDC response:
Participation in the Traveler-based Genomic Surveillance (TGS) program is anonymous and voluntary following informed consent.  Participants can withdraw their participation at any time.  No personally identifiable information is ever collected.  Travelers with tight flight connections can choose not to participate. 
CDC’s Information Systems Security Office reviewed this submission and determined that the Privacy Act does not apply, and a privacy impact assessment is not required because no personally identifiable information (PII) is ever collected. Additionally, no human genetic testing is ever performed. For these reasons, FedRAMP/FIPS encryption requirements do not apply. TGS data are also not duplicated in systems operated by U.S. Customs and Border Protection or the Transportation Security Administration, including Passenger Name Record (PNR), and no data-sharing agreements with CBP are applicable. 
Since the questionnaire was originally approved, CDC has worked to identify the highest value information, limit areas of confusion, and to standardize response choices.  As a result, the questionnaire was reduced from 19 to 13 questions. Some questions will not be asked of every participant based on skip patterns. The majority of questions are multiple choice or drop-down menus.  Additionally, staff have timed how long it takes to provide consent, complete the questionnaire, and collect both nasal swabs; and, it consistently results in an average of 4 minutes, which CDC believes is not a significant burden. Furthermore, participants can choose to stop participating at any time. 
TGS is designed to be anonymous; therefore, it is not feasible to use TGS data for contact tracing.  Travel information is collected for accurate identification of the point of origin for participants contributing a sample. Recording traveler origin allows CDC to track pathogen test positivity across different origin countries and regions and to act as an early warning system for where pathogen rates might be growing or new lineages might be emerging. 
Demographic information collected is age category, sex, race and ethnicity, symptom status, and whether the participant currently lives in the United States. All demographic questions are optional. These questions are collected to characterize the population that volunteers to participate in the program, to inform potential biases in our sample, and to understand sample limitations that must be considered and mentioned when drawing conclusions about our results. For this same reason we also ask why the individual volunteered to participate in the program.
The questionnaire operates on a digital platform accessed from program tablet devices. The digital platform includes an optional “Stop participating” button at the bottom of every screen and optional “Go back” and “Skip survey to swab” buttons on every screen after the travel information questions to facilitate easy navigation and provide participants the option to decline all subsequent questions but still choose to provide nasal swabs. Using a digital platform improves data quality as well as reduces time burden for participants completing the questionnaire.  The entire encounter, including consent, completing the questionnaire, and self-swabbing, should take 4 minutes or less of the participant’s time.
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View Information Collection Request (ICR) Package
Proposed Project 
Traveler-Based Genomic Surveillance Program (TGS) Traveler Questionnaire (OMB Control No. 0920–1406, Exp. 6/ 30/2026)—Revision—National Center for Emerging and Zoonotic Infectious Diseases (NCEZID), Centers for Disease Control and Prevention (CDC). 
Background and Brief Description 
The goal of CDC’s Traveler-Based Genomic Surveillance program (TGS) is to monitor for communicable diseases among arriving international travelers at select U.S. airports. Doing so enables the early detection of communicable disease importations of public health concern. The program also fills gaps in global biosurveillance by monitoring trends in global circulation of communicable diseases. Travelers who volunteer to participate in the program at airports and provide written, informed consent complete a short, anonymous questionnaire asking for travel information and general demographics. Two lower nasal swabs are then self-collected from participants. One swab is pooled with other traveler swabs in batches of 5–10 samples. Pooled samples undergo initial testing for pathogens of public health importance (including SARS–CoV–2, Influenza A virus, and RSV [respiratory syncytial virus]) via reverse transcription polymerase chain reaction (RT–PCR) testing. If any pool of swabs registers with any positive test, then all secondary swab samples (stored individually) corresponding to those in the pool are tested individually. Pathogen genomic sequencing may be performed on samples to determine the pathogen lineage. Some samples may be sent to CDC for further testing. No human genetic testing will be performed. 
This request is a Revision of the approved collection request titled: Traveler-Based Genomic Surveillance (OMB Control No. 0920–1406). The program has since broadened to include testing nasal swabs for pathogens beyond SARS–CoV–2. The program has also streamlined the questions asked of participants based on data from previous versions of the questionnaire, participant feedback received through program staff at the airports, and direct input from the program staff at the airports. The new information collection has fewer questions, and question wording has been updated to improve participant comprehension and response rates. 

ESTIMATED ANNUALIZED BURDEN HOURS 
	Type of respondents
	Form name
	Number of respondents
	Number of responses per respondent
	Average burden per response (in hours)
	Total burden (in hours) 


	General Public (International traveler)
	Traveler-Based Genomic Surveillance Traveler Questionnaire
	500,000
	1
	4/60
	33,333

	

	Total
	33,333
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Form Approved 
OMB Number: 0920-1406
Expiration Date: 06/30/2026

TGS Participant Questionnaire
									

1. What was your flight number and what country did that flight depart from? You can find these on your boarding pass. Look for a code starting with 2 letters followed by 1-4 numbers.
a. Airline Code text entry
b. Flight Number text entry
c. Flight Country of Origin dropdown
2. Did you travel on any connecting flights in order to get to the United States? 
a. Yes
i. Drop down to list connections
ii. Did you have any other connecting flights?
1. Yes
a. Drop down to list connections
2. No
b.  No
3. What country did your air travel itinerary to the United States originate from? (single select)
a.  Drop down options for countries excluding ‘United States’

Following question 3, a flight confirmation screen will appear illustrating the itinerary reported by the participant in questions 1-3:
Does this correctly reflect your travel?
[If YES] moves on to question 4 
 [If NO] returns to flight information questions

From this point forward, participants can choose a discrete “Skip to swab” button (upper right; replaces “Skip to end”) which allows them to provide a nasal swab without completing the rest of the questionnaire.

4. List all countries you were in during the last 10 days. Select as many as you like. (Multiple select)
a.  Drop down options
5. Which best describes your reason for travel to the United States on this trip?
a. I live in the United States
b. I have a layover in the United States
c. I am visiting the United States
d. Prefer not to answer
6.  [IF YES to “I live in the United States”] How long have you been outside the country on this trip? (Single select)
a. 1-3 days
b. 4-7 days
c. 8-14 days
d. 15-30 days
e. More than 30 days
f. Prefer not to answer
7. What is or was the main reason for your trip? (Single select)
a. Tourism/vacation
b. Business/occupational
c. Military service
d. Visiting friends/relatives (including weddings and funerals)
e.  Migration
f.  Study/Education
g. Other (please specify)
h. Prefer not to answer
8. Why are you interested in participating today? Select as many as you like. (Multiple select)
a. It was recommended to me by airport staff
b. I want to support public health work monitoring disease entering the United States 
c.  I thought this was required
d.  Other (Please specify)
e. Prefer not to answer
	[If c “I thought this was required”], a confirmation screen will appear with the text of the original consent page and 2 button options for the participant:
· Confirm consent [continues survey]
· Withdraw consent [exits survey]
9. What is your age group? (Single select)
a. 18-24 years old
b. 25-44 years old
c. 45-64 years old
d. 65 years or older
e. Prefer not to answer
10. Sex (Single select)
a.  Male
b. Female
Skip question
11. What is your race and/or ethnicity? Select all that apply.
a. American Indian or Alaska Native
b.  Asian
c. Black or African American
d. Hispanic or Latino
e. Middle Eastern or North African
f.  Native Hawaiian or Other Pacific Islander
g.  White
h.  Prefer not to answer
12. In the past 48 hours, have you experienced any of the symptoms listed below? Do not include symptoms from a chronic condition. Select all that apply.
a. Fever or chills
b. Cough 
c. Shortness of breath or difficulty breathing
d. Fatigue
e. Muscle or body aches 
f. Headache
g. Loss of taste or smell
h. Sore throat 
i. Congestion or runny nose
j. Nausea or vomiting 
k. Diarrhea
l. None of the above
m. Prefer not to answer
13. [If question 5 response was “a” or “c”] What is your final destination?
a. Drop down list of states—Select all that apply

Public reporting burden of this collection of information is estimated to average 5 minutes per response, including the time for reviewing instructions, searching existing data sources, gathering and maintaining the data needed, and completing and reviewing the collection of information.  An agency may not conduct or sponsor, and a person is not required to respond to a collection of information unless it displays a currently valid OMB Control Number.  Send comments regarding this burden estimate or any other aspect of this collection of information, including suggestions for reducing this burden to CDC/ATSDR Reports Clearance Officer, 1600 Clifton Road NE, MS H21-8, Atlanta, Georgia 30333; ATTN: PRA 0920-1406
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